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<210> 1 

<211> 39 

<212> PRT 

<:213> Human immunodeficiency virus type 1 

<400> 1 

Gly Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr 
1 5 .10 15 



Lys Val Val Lys lie Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys 
20' 25 30 



Arg Arg Val Val Gin Arg Glu 
35 



<210> 2 

<211> 100 

<212> PRT 

<213> Human immunodeficiency virus type 1 
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<400> 2 

Val Glu Lys Leu Trp Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys 
15 10 15 



Glu Ala Thr Thr Thr Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Asp 
20 25 30 



Thr Glu Val His Asn Val Trp Ala Thr His Ala Cys Val Pro Thr Asp 
35 40 45 



Pro Asn Pro Gin Glu Val Val Leu Glu Asn Val Thr Glu His Phe Asn 
50 55 60 



Met Trp Lys Asn Asn Met Val Glu Gin Met Gin Glu Asp lie lie Ser 
65 70 75 80 



Leu Trp Asp Gin Ser Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys 

85 90 95 



Val Thr Leu Asn 
100 



<210> 3 

<211> 32 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> primer directed to HIV-1 

<400> 3 

gtctattatg gggtacctga gaagctgtgg aa 



<210> 4 
<211> 36 
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<210> 8 

<211> 39 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 



<220> 

<223> PRIMER DIRECTED TO ENVELOPE PROTEIN 
<400> 8 

gtctgagtcg gatcctgtga cacctcagtc attacacag 



<210> 9 

<211> 60 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> PRIMER DIRECTED TO ENVELOPE PROTEIN 

<400> 9 

ctcgagtctt cgaattagtg atgggtgatg gtgatgatac cacagccatt ttgttatgtc 



<210> 10 

<211> 87 

<212> DNA 

<213> ARTIFICIAL SEQUENCE 
<220> 

<223> PRIMER DIRECTED TO ENVELOPE PROTEIN 

<400> 10 

ggctcaaagg atatctttgg acaggcctgt gtaatgactg aggtgtcaca tcctgcacca 
cagagtgggg ttaattttac acatggc 

<210> 11 

<211> 15 

<212> PRT 

<213> Human immunodeficiency virus type 1 

<400> 11 
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Ala Pro Thr Lys Ala Lys Arg Arg Val Val Gin Arg Glu Lys Arg 



<210> 12 
<211> 1929 
<212> DNA 

<213> Human immunodeficiency virus type 1 
<400> 12 

gtagaaaagt tgtgggtcac agtctattat ggggtacctg tgtggaaaga agcaaccacc 6 0 

actctatttt gtgcatcaga tgctaaagca tatgatacag aggtacataa tgtttgggcc 12 0 

acacatgcct gtgtacccac agaccccaac ccacaagaag tagtattgga aaatgtaaca 180 

gaacatttta acatgtggaa aaataacatg gtagaacaga tgcaggagga tataatcagt 24 0 

ttatgggatc aaagcctaaa gccatgtgta aaattaaccc cactctgtgt tactttaaat 300 

tgcaaggatg tgaatgctac taataccact aatgatagcg agggaacgat ggagagagga 360 

gaaataaaaa actgctcttt caatatcacc acaagcataa gagatgaggt gcagaaagaa 42 0 

tatgctcttt tttataaact tgatgtagta ccaatagata ataataatac cagctatagg 480 

ttgataagtt gtgacacctc agtcattaca caggcctgtc caaagatatc ctttgagcca 540 

attcccatac attattgtgc cccggctggt tttgcgattc taaagtgtaa tgataagacg 600 

ttcaatggaa aaggaccatg taaaaatgtc agcacagtac aatgtacaca tggaattagg 660 

ccagtagtat caactcaact gctgctaaat ggcagtctag cagaagaaga ggtagtaatt 72 0 

agatctgaca atttcacgaa caatgctaaa accataatag tacagctgaa agaatctgta 780 

gaaattaatt gtacaagacc caacaacaat acaagaaaaa gtatacatat aggaccaggg 84 0 

agagcatttt atactacagg agaaataata ggagatataa gacaagcaca ttgtaacatt 900 

agtagagcaa aatggaatga cactttaaaa cagatagtta taaaattaag agaacaattt 96 0 

gagaataaaa caatagtctt taatcactcc tcaggagggg acccagaaat tgtaatgcac 102 0 
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agttttaatt 


gtgaaggaga 


atttttctac 


tgtaattcaa 


cacaactgtt 


taatagtact 


1080 


tggaataata 


atactgaagg 


gtcaaataac 


actgaaggaa 


atactatcac 


actcccatgc 


1140 


agaataaaac 


aaattataaa 


catgtggcag 


gaagtaggaa 


aagcaatgta 


tgcccctccc 


1200 


atcagaggac 


aaattagatg 


ttcatcaaat 


attacagggc 


tgctattaac 


aagagatggt 


1260 


ggtattaatg 


agaatgggac 


cgagatcttc 


agacctggag 


gaggagatat 


gagggacaat 


1320 


tggagaagtg 


aattctataa 


atataaagta 


gtaaaaattg 


aaccattagg 


agtagcaccc 


1380 


accaagtgca 


agagaagagt 


ggtgcaaaga 


gaaaaaagag 


cagtgggaat 


aggagctgtg 


1440 


ttccttgggt 


tcttgggagc 


agcaggaagc 


actatgggcg 


cagcgtcaat 


gacactgacg 


1500 


gtacaggcca 


gactattatt 


gtctggtata 


gtgcaacagc 


agaacaattt 


gctgagggct 


1560 


attgaggcgc 


aacagcgtat 


gttgcaactc 


acagtctggg 


gcatcaagca 


gctccaggca 


1620 


agagtcctgg 


ctgtggaaag 


atacctaggg 


gatcaacagc 


tcctggggat 


ttggggttgc 


1680 


tctggaaaac 


tcatttgctg 


cactgctgtg 


ccttggaatg 


ctagttggag 


taataaatct 


1740 


ctagatagga 


tttggaataa 


catgacctgg 


atggagtggg 


aaagagaaat 


tgacaattac 


1800 


acaagcgaaa 


tatacacact 


aattgaagaa 


tcgcagaacc 


aacaagaaaa 


gaatgaacaa 


1860 


gaattattgg 


aattagataa 


atgggcaagt 


ttgtggaatt 


ggtttgacat 


aacaaactgg 


1920 


ctgtggtat 












1929 



<210> 13 
<211> 643 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<400> 13 

Val Glu Lys Leu Trp Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys 
15 10 15 



Glu Ala Thr Thr Thr Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Asp 
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20 25 30 



Thr Glu Val His Asn Val Trp Ala Thr His Ala Cys Val Pro Thr Asp 
35 40 45 



Pro Asn Pro Gin Glu Val Val Leu Glu Asn Val Thr Glu His Phe Asn 
50 55 60 



Met Trp Lys Asn Asn Met Val Glu Gin Met Gin Glu Asp lie lie Ser 
65 70 75 80 



Leu Trp Asp Gin Ser Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys 

85 90 95 



Val Thr Leu Asn Cys Lys Asp Val Asn Ala Thr Asn Thr Thr Asn Asp 
100 105 110 



Ser Glu Gly Thr Met Glu Arg Gly Glu lie Lys Asn Cys Ser Phe Asn 
115 120 125 



lie Thr Thr Ser lie Arg Asp Glu Val Gin Lys Glu Tyr Ala Leu Phe 
130 135 140 



Tyr Lys Leu Asp Val Val Pro lie Asp Asn Asn Asn Thr Ser Tyr Arg 
145 150 155 160 



Leu lie Ser Cys Asp Thr Ser Val lie Thr Gin Ala Cys Pro Lys lie 

165 170 175 



Ser Phe Glu Pro lie Pro lie His Tyr Cys Ala Pro Ala Gly Phe Ala 
180 185 190 



lie Leu Lys Cys Asn Asp Lys Thr Phe Asn Gly Lys Gly Pro Cys Lys 
195 200 205 
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Asn Val Ser Thr Val Gin Cys Thr His Gly lie Arg Pro Val Val Ser 
210 . 215 220 



Thr Gin Leu Leu Leu Asn Gly Ser Leu Ala Glu Glu Glu Val Val lie 
225 230 235 240 



Arg Ser Asp Asn Phe Thr Asn Asn Ala Lys Thr lie lie Val Gin Leu 

245 250 255 



Lys Glu Ser Val Glu lie Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg 
260 265 270 



Lys Ser lie His lie Gly Pro Gly Arg Ala Phe Tyr Thr Thr Gly Glu 
275 280 285 



lie lie Gly Asp lie Arg Gin Ala His Cys Asn lie Ser Arg Ala Lys 
290 295 300 



Trp Asn Asp Thr Leu Lys Gin lie Val lie Lys Leu Arg Glu Gin Phe 
305 310 315 320 



Glu Asn Lys Thr lie Val Phe Asn His Ser Ser Gly Gly Asp Pro Glu 

325 330 335 



lie Val Met His Ser Phe Asn Cys Glu Gly Glu Phe Phe Tyr Cys Asn 
340 345 350 

Ser Thr Gin Leu Phe Asn Ser Thr Trp Asn Asn Asn Thr Glu Gly Ser 
355 360 365 

Asn Asn Thr Glu Gly Asn Thr lie Thr Leu Pro Cys Arg lie Lys Gin 
370 375 380 
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lie lie Asn Met ^Trp Gin Glu Val Gly Lys Ala Met Tyr Ala Pro Pro 
385 390 395 400 



lie Arg Gly Gin lie Arg Cys Ser Ser Asn lie Thr Gly Leu Leu Leu 

405 410 415 



Thr Arg Asp Gly Gly lie Asn Glu Asn Gly Thr Glu lie Phe Arg Pro 
420 425 430 



Gly Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Phe Tyr Lys Tyr 
435 440 445 



Lys Val Val Lys lie Glu Pro Leu Gly Val Ala Pro Thr Lys Cys Lys 
450 455 460 



Arg Arg Val Val Gin Arg Glu Lys Arg Ala Val Gly lie Gly Ala Val 
465 470 475 480 



Phe Leu Gly Phe Leu Gly Ala Ala Gly Ser Thr Met Gly Ala Ala Ser 

485 490 495 



Met Thr Leu Thr Val Gin Ala Arg Leu Leu Leu Ser Gly lie Val Gin 
500 505 510 



Gin Gin Asn Asn Leu Leu Arg Ala lie Glu Ala Gin Gin Arg Met Leu 
515 520 525 



Gin Leu Thr Val Trp Gly lie Lys Gin Leu Gin Ala Arg Val Leu Ala 
530 535 540 



Val Glu Arg Tyr Leu Gly Asp Gin Gin Leu Leu Gly lie Trp Gly Cys 
545 550 555 560 
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Ser Gly Lys Leu lie Cys Cys Thr Ala Val Pro 

565 570 



Trp Asn Ala Ser Trp 
575 



Ser Asn Lys Ser Leu Asp Arg lie Trp Asn Asn 
580 585 



Met Thr Trp Met Glu 
590 



Trp Glu Arg Glu lie Asp Asn Tyr Thr Ser Glu 
595 600 



lie Tyr Thr Leu lie 
605 



Glu Glu Ser Gin Asn Gin Gin Glu Lys Asn Glu 
610 615 



Gin Glu Leu Leu Glu 
620 



Leu Asp Lys Trp Ala Ser Leu Trp Asn Trp Phe 
625 630 635 



Asp lie Thr Asn Trp 

640 



Leu Trp Tyr 

<210> 14 
<211> 1738 
<212> DNA 

<213> Human inununodef iciency virus type 1 
<400> 14 

agtagaaaag ttgtgggtca cagtctatta tggggtacct gtgtggaaag aagcaaccac 6 0 

cactctattt tgtgcatcag atgctaaagc atatgataca gaggtacata atgtttgggc 12 0 

cacacatgcc tgtgtaccca cagaccccaa cccacaagaa gtagtattgg aaaatgtaac 180 

agaacatttt aacatgtgga aaaataacat ggtagaacag atgcaggagg atataatcag 24 0 

tttatgggat caaagcctaa agccatgtgt aaaattaacc ccactctgtg gtgcaggatg 300 

tgacacctca gtcattacac aggcctgtcc aaagatatcc tttgagccaa ttcccataca 360 

ttattgtgcc ccggctggtt ttgcgattct aaagtgtaat gataagacgt tcaatggaaa 42 0 

aggaccatgt aaaaatgtca gcacagtaca atgtacacat ggaattaggc cagtagtatc 480 
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aactcaactci 


ctcrctaaata 


crcaatctacrc 


aaaaaaaoaa 


crtacrtaat ta 

y i-> c*y * — ua i» l« cl 


y cl l- o y cl v^clcl 




tttcaccraac 

V# ^a* V» V-i V*- V*. %^ 


aatactaaaa 

M V_* vj V— V-A. vi *^i 


ccataataat 


acacrctcraaa 


craat ctcrt acr 

y uw v-* * — y CLy 


clclcl v- ucici w i_> y 


600 


tacaacraccc 


aacaacaata 


caaaaaaaaa 


tatacatata 

\A Vat* L4. wi V* vi W* vi 


oaaccacrcicra 

y y dv^ v^cLy y y ci 


cracroa t tt t a 

y CLy \~0> cl v Vi l» vcl 


660 

v U 1/ 


tactacacrcra 

M V» vi vj vj 


gaaataatag 


cracratataacr 


acaaocacat 


tataacatta 

t» y UU\« CL l— U- CL 


y l» ciy ciy clclcl 


720 


ataaaataac 


actttaaaac 


acrataot tat 


aaaattaaoa 


craacaat 1 1 cr 

y CLCL CLCL U u u y 


CLy CLCL V CLCL CLCL v» 


780 


aatacrtcttt 

vi vi v* *P*i ^ v* V— ^ v» v* v-» 


aatcactcct 


caaQacrcrQQa 


cccaaaaatt 


ataatcrcaca 

y uuuL>y ^civu 


crttttaattcr 

y * — • v — i — clcl v i— y 


84 0 


tocracTQacraa 


tttttctact 

v- V*» v- v* *— V* v*> v* 


ataattcaac 


acaactcrtt t 


aat acrt art f 

CLCL La> CLy I— CA V \mr 


y y clcl v clcl v clcl 


900 

-7 W VI 


tactcraacrcrcf 

t- CL I— y CLCiy y y 


tcaaataaca 


c* t~ ci 3?3crcr^r3 r? 

^ — - l— «-j CLCl-M j CI CI CI 


U» CL v»» L- CL I— V^auu 


v_» »— — v — v_ cl v« y v>r cl 


y clcl vclclclclwci 


Q6 O 


aattataaac 

caca i— i» c*. uaaau 


atotacrcacrcr 

ai -3 ciy y 


aaotaooaaa 


aaraat crt a t 

ci y CL CL i— y UCLL> 


y v^V* V — V— V~- CL 


t~ pana pna r* 1 
v v— cty CLy y cl v- cl 


1 O? 0 


aat t - acratcrt 

CLCL I— l— Ciy CA w y I— 


tcatcaaata 


l— l— CL V — • CIVJ VJ V«> l_> 


y w cl i— uaciv^ci 




y Lau l. clcl uy a. 


1 ORO 

1UOU 


o f- crcr era rr 

y clcl ^-y y 3 en- 


cracra t ft t r*a 

y Ciy CA V V— V V \-» Cl 


y ctv-v^ uy y cty y 


cty y cxy atciLy 


ciy y y d\_ctct L- l. 


y y ciy ciciy uy a 




cl v ci cl L>aaci 


tat aaaCTf acr 

i— ca <— ca ci ca y L.a.y 


l— CICLClCICi L- y CL 


civ— v^cl L- u> ciy y cl 


y Lay ^ctv^uLci 


/^i o ^a err* a a 
^Laciy uy v^ctcL 


1 9 o o 


cracraacracrt cr 

yayaayay i_y 


atacaaaaaa 

uy ^auay ay 


CLCLCLC3.Cl.Ciy ciy 


ciy l. y y y clcl v- cl 


yy a y <- uy i_y u 


uv.v-L. uy y y vl. 


_L O U 


ct tcrcrcracrca 

V-» 1 — I— y y y CAy V-> (A 


acaaoaacrca 


c tat aocf cere 

w i— cl L.y y y v_* y w 


c*.y x—y l— v»clcl L-y 


ca ^ cl v — uy cl wy y 


t" a parrpppan 


J. O A VJ 


actattatta 

vA V** v* vi v» <• W4 v* v* 


tctocr tatacr 


tcicaacacrca 


aaacaat t tcr 


c t cr a crcr cr c t~ a 

t.y ciy y y L-ua 


t t PTa CXCTOCTCa 
i— l>m CLy y *-»y v»cl 


X J o u 


acagcgtatg 


ttgcaactca 


cacrt ctaaaa 


catcaaacaa 


ctccaaacaa 

v — v>* v«« clvj y v-» clcl 


cr a cr t c c t cr cr c 

y ciy i— \** v«» c y y v_» 


144 0 

XI 1 U 


totcrciaaacra 


tacctaaaaa 


atcaacaact 


c c t crcrcrcra 1 1 

v«» >-«■ i_ y y y y cl o v» 


tcr crcr crl~ t crc t 

c» y y y l* * — y c> 


c* t aaaaaa r*t 

vLy VJ CLCLCL CL V 


1 soo 


catttgctgc 


actgctgtgc 


cttggaatgc 


tagttggagt 


aataaatctc 


tggataggat 


1560 


ttggaataac 


atgacctgga 


tggagtggga 


aagagaaatt 


gacaattaca 


caagegaaat 


1620 


atacacccta 


attgaagaat 


cgcagaacca 


acaagaaaag 


aatgaacaag 


aattattgga 


1680 


attagataaa 


tgggcaagtt 


tgtggaattg 


gtttgacata 


acaaactggc 


tgtggtat 


1738 



<210> 15 
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Thr Gin Leu Leu Leu Asn Gly Ser Leu Ala Glu Glu Glu Val Val lie 

165 170 175 



Arg Ser Asp Asn Phe Thr Asn Asn Ala Lys Thr lie lie Val Gin Leu 
180 185 190 



Lys Glu Ser Val Glu lie Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg 
195 200 205 



Lys Ser lie His lie Gly Pro Gly Arg Ala Phe Tyr Thr Thr Gly Glu 
210 215 220 



lie lie Gly Asp lie Arg Gin Ala His Cys Asn lie Ser Arg Ala Lys 
225 230 235 240 



Trp Asn Asp Thr Leu Lys Gin lie Val lie Lys Leu Arg Glu Gin Phe 

245 250 255 



Glu Asn Lys Thr lie Val Phe Asn His Ser Ser Gly Gly Asp Pro Glu 
260 265 270 



lie Val Met His Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn 
275 280 285 



Ser Thr Gin Leu Phe Asn Ser Thr Trp Asn Asn Asn Thr Glu Gly Ser 
290 295 300 



Asn Asn Thr Glu Gly Asn Thr lie Thr Leu Pro Cys Arg lie Lys Gin 
305 310 315 320 



lie lie Asn Met Trp Gin Glu Val Gly Lys Ala Met Tyr Ala Pro Pro 

325 330 335 
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lie Arg Gly Gin lie Arg Cys Ser Ser Asn lie Thr Gly Leu Leu Leu 
340 345 350 



Thr Arg Asp Gly Gly lie Asn Glu Asn Gly Thr Glu lie Phe Arg Pro 
355 360 365 



Gly Gly Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr 
370 375 380 



Lys Val Val Lys lie Glu Pro Leu Gly Val Ala Pro Thr Lys Cys Lys 
385 390 395 400 



Arg Arg Val Val Gin Arg Glu Lys Arg Ala Val Gly lie Gly Ala Val 

405 410 415 



Phe Leu Gly Phe Leu Gly Ala Ala Gly Ser Thr Met Gly Ala Ala Ser 
420 425 430 



Met Thr Leu Thr Val Gin Ala Arg Leu Leu Leu Ser Gly lie Val Gin 
435 440 445 



Gin Gin Asn Asn Leu Leu Arg Ala lie Glu Ala Gin Gin Arg Met Leu 
450 455 460 



Gin Leu Thr Val Trp Gly lie Lys Gin Leu Gin Ala Arg Val Leu Ala 
465 .470 475 480 



Val Glu Arg Tyr Leu Gly Asp Gin Gin Leu Leu Gly lie Trp Gly Cys 

485 490 495 



Ser Gly Lys Leu lie Cys Cys Thr Ala Val Pro Trp Asn Ala Ser Trp 
500 505 510 



Ser Asn Lys Ser Leu Asp Arg lie Trp Asn Asn Met Thr Trp Met Glu 
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515 520 525 



Trp Glu Arg Glu lie Asp Asn Tyr Thr Ser Glu lie Tyr Thr Leu lie 
530 535 540 



Glu Glu Ser Gin Asn Gin Gin Glu Lys Asn Glu Gin Glu Leu Leu Glu 
545 550 555 560 



Leu Asp Lys Trp Ala Ser Leu Trp Asn Trp Phe Asp lie Thr Asn Trp 

565 570 575 



Leu Trp Tyr 



<210> 16 

<211> 1875 

<212> DNA 

<213> Human immunodeficiency virus type 1 
<220> 

<221> misc_feature 

<222> (453) . . (453) 

<223> n=unknown 



<220> 

<221> misc_f eature 

<222> (615) . . (615) 

<223> n= unknown 



<220> 

<221> misc_f eature 

<222> (639) . . (639) 

<223> n=unknown 



<400> 16 

gtagaaaagt tgtgggtcac agtctattat ggggtacctg tgtggaaaga agcaaccacc 
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actctatttt gtgcatcaga tgctaaagca tatgatacag aggtacataa tgtttgggcc 120 

acacatgcct gtgtacccac agaccccaac ccacaagaag tagtattgga aaatgtaaca 180 

gaacatttta acatgtggaa aaataacatg gtagaacaga tgcaggagga tataatcagt 24 0 

ttatgggatc aaagcctaaa gccatgtgta aaattaaccc cactctgtgt tactttaaat 3 00 

tgcaaggatg tgaatgctac taataccact aatgatagcg agggaacgat ggagagagga 360 

gaaataaaaa actgctcttt caatatcacc acaagcataa gagatgaggt gcagaaagaa 42 0 

tatgctcttt tttataaact tgatgtagta ccnatagata ataataatac cagctatagg 4 80 

ttgataagtt gtgacacctc agtcattaca caggcctgtc caaagatatc ctttgagcca 540 

attcccatac attattgtgc cccggctggt tttgcgattc taaagtgtaa tgataagacg 600 

ttcaatggaa aaggnccatg taaaaatgtc agcacagtnc aatgtacaca tggaattagg 660 

ccagtagtat caactcaact gctgctaaat ggcagtctag cagaagaaga ggtagtaatt 72 0 

agatctgaca atttcacgaa caatgctaaa accataatag tacagctgaa agaatctgta 780 

gaaattaatt gtacaagacc caacaacaat ggagccggcg atataagaca agcacattgt 84 0 

aacattagta gagcaaaatg gaatgacact ttaaaacaga tagttataaa attaagagaa 90 0 

caatttgaga ataaaacaat agtctttaat cactcctcag gaggggaccc agaaattgta 96 0 

atgcacagtt ttaattgtgg aggagaattt ttctactgta attcaacaca actgtttaat 102 0 

agtacttgga ataataatac tgaagggtca aataacactg aaggaaatac tatcacactc 1080 

ccatgcagaa taaaacaaat tataaacatg tggcaggaag taggaaaagc aatgtatgcc 114 0 

cctcccatca gaggacaaat tagatgttca tcaaatatta cagggctgct attaacaaga 12 00 

gatggtggta ttaatgagaa tgggaccgag atcttcagac ctggaggagg agatatgagg 1260 

gacaattgga gaagtgaatt atataaatat aaagtagtaa aaattgaacc attaggagta 132 0 

gcacccacca agtgcaagag aagagtggtg caaagagaaa aaagagcagt gggaatagga 13 8 0 

gctgtgttcc ttgggttctt gggagcagca ggaagcacta tgggcgcagc gtcaatgaca 144 0 
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ctgacggtac aggccagact attattgtct ggtatagtgc aacagcagaa caatttgctg 
agggctattg aggcgcaaca gcgtatgttg caactcacag tctggggcat caagcagctc 
caggcaagag tcctggctgt ggaaagatac ctaggggatc aacagctcct ggggatttgg 
ggttgctctg gaaaactcat ttgctgcact gctgtgcctt ggaatgctag ttggagtaat 



aattacacaa gcgaaatata caccctaatt gaagaatcgc agaaccaaca agaaaagaat 
gaacaagaat tattggaatt agataaatgg gcaagtttgt ggaattggtt tgacataaca 
aaatggctgt ggtat 



<210> 17 

<211> 625 

<212> PRT 

<213> Human immunodeficiency virus type 1 
<220> 

<221> MIS C_F EATURE 

<222> (151) . . (151) 

<223> X=UNKNOWN AMINO ACID 



<220> 

< 2 2 1 > MI SCJFEATURE 

<222> (205) . . (205) 

<223> X=UNKNOWN AMINO ACID 



<220> 

<221> MISC_FEATURE 

<222> (213) . . (213) 

<223> X= UN KNOWN AMINO ACID 



<400> 17 

Val Glu Lys Leu Trp Val Thr Val Tyr Tyr Gly Val Pro Val Trp Lys 
1 5 10 15 



aaatctctgg 



ataggatttg 



gaataacatg 



acctggatgg agtgggaaag agaaattgac 
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Glu Ala Thr Thr Thr Leu Phe Cys Ala Ser Asp Ala Lys Ala Tyr Asp 
20 25 30 



Thr Glu Val His Asn Val Trp Ala Thr His Ala Cys Val Pro Thr Asp 
35 40 45 



Pro Asn Pro Gin Glu Val Val Leu Glu Asn Val Thr Glu His Phe Asn 
50 55 60 



Met Trp Lys Asn Asn Met Val Glu Gin Met Gin Glu Asp lie lie Ser 
65 70 75 80 



Leu Trp Asp Gin Ser Leu Lys Pro Cys Val Lys Leu Thr Pro Leu Cys 

85 90 95 



Val Thr Leu Asn Cys Lys Asp Val Asn Ala Thr Asn Thr Thr Asn Asp 
100 105 iio 



Ser Glu Gly Thr Met Glu Arg Gly Glu lie Lys Asn Cys Ser Phe Asn 
115 120 125 



lie Thr Thr Ser lie Arg Asp Glu Val Gin Lys Glu Tyr Ala Leu Phe 
130 135 140 



Tyr Lys Leu Asp Val Val Xaa lie Asp Asn Asn Asn Thr Ser Tyr Arg 
145 150 155 160 



Leu lie Ser Cys Asp Thr Ser Val lie Thr Gin Ala Cys Pro Lys lie 

165 170 175 



Ser Phe Glu Pro lie Pro lie His Tyr Cys Ala Pro Ala Gly Phe Ala 
180 185 190 
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lie Leu Lys Cys Asn Asp Lys Thr Phe Asn Gly Lys Xaa Pro Cys Lys 
195 200 205 



Asn Val Ser Thr Xaa Gin Cys Thr His Gly lie Arg Pro Val Val Ser 
210 215 220 



Thr Gin Leu Leu Leu Asn Gly Ser Leu Ala Glu Glu Glu Val Val lie 
225 230 235 240 



Arg Ser Asp Asn Phe Thr Asn Asn Ala Lys Thr lie lie Val Gin Leu 

245 250 255 



Lys Glu Ser Val Glu. lie Asn Cys Thr Arg Pro Asn Asn Asn Gly Ala 
260 265 270 



Gly Asp lie Arg Gin Ala His Cys Asn lie Ser Arg Ala Lys Trp Asn 
275 280 285 



Asp Thr Leu Lys Gin lie Val lie Lys Leu Arg Glu Gin Phe Glu Asn 
290 295 300 



Lys Thr lie Val Phe Asn His Ser Ser Gly Gly Asp Pro Glu lie Val 
305 310 315 320 



Met His Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn Ser Thr 

325 330 335 



Gin Leu Phe Asn Ser Thr Trp Asn Asn Asn Thr Glu Gly Ser Asn Asn 
340 345 350 



Thr Glu Gly Asn Thr lie Thr Leu Pro Cys Arg lie Lys Gin lie lie 
355 360 365 
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Asn Met Trp Gin Glu 
370 



Gly Gin lie Arg Cys 
385 



Asp Gly Gly lie Asn 

405 



Gly Asp Met Arg Asp 
420 



Val Lys lie Glu Pro 
435 



Val Val Gin Arg Glu 
450 



Gly Phe Leu Gly Ala 
465 



Leu Thr Val Gin Ala 

485 



Asn Asn Leu Leu Arg 
500 



Thr Val Trp Gly lie 
515 



Arg Tyr Leu Gly Asp 
530 



Val Gly Lys Ala Met Tyr 
375 



Ser Ser Asn lie Thr Gly 
390 395 



Glu Asn Gly Thr Glu lie 

410 



Asn Trp Arg Ser Glu Leu 
425 



Leu Gly Val Ala Pro Thr 
440 



Lys Arg Ala Val Gly lie 
455 



Ala Gly Ser Thr Met Gly 
470 475 



Arg Leu Leu Leu Ser Gly 

490 



Ala lie Glu Ala Gin Gin 
505 



Lys Gin Leu Gin Ala Arg 
520 



Gin Gin Leu Leu Gly lie 
535 



Ala Pro Pro lie Arg 
380 



Leu Leu Leu Thr Arg 

400 



Phe Arg Pro Gly Gly 
415 



Tyr Lys Tyr Lys Val 
430 



Lys Cys Lys Arg Arg 
445 



Gly Ala Val Phe Leu 
460 



Ala Ala Ser Met Thr 

480 



lie Val Gin Gin Gin 
495 



Arg Met Leu Gin Leu 
510 



Val Leu Ala Val Glu 
525 



Trp Gly Cys Ser Gly 
540 



Lys Leu lie Cys Cys Thr Ala Val Pro Trp Asn Ala Ser Trp Ser Asn 
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545 550 555 560 



Lys Ser Leu Asp Arg lie Trp Asn Asn Met Thr Trp Met Glu Trp Glu 

565 570 575 



Arg Glu lie Asp Asn Tyr Thr Ser Glu lie Tyr Thr Leu lie Glu Glu 
580 585 590 



Ser Gin Asn Gin Gin Glu Lys Asn Glu Gin Glu Leu Leu Glu Leu Asp 
595 600 605 



Lys Trp Ala Ser Leu Trp Asn Trp Phe Asp lie Thr Lys Trp Leu Trp 
610 615 620 



Tyr 
625 
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